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Aβ1-28 Hetero F(ab’)-PEG Aβ
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6.14 pM Hetero F(ab’)-PEG MALDI-TOFMS(
) 2 Aβ1-28 S/N3.1
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䜢⏝䛔䜛䛣䛸䛜䛷䛝䛶䜒䚸䛭䛾䜘䛖䛺ᢠయ䜢⏝䛔䛯⣔䛷䛿 Aβ1-40 䛸 Aβ1-42 䛿༊ู䛷䛝䛺䛔䚹䛴䜎䜚䚸䛭䜜

䛮䜜䜢ᐃ㔞䛩䜛䛣䛸䛿୙ྍ⬟䛷䛒䜛䚹 
Aβ 䛻ᑐ䛩䜛ᢠయ䛾“6E10”䛸“4G8”䜢⏝䛔䛯 Hetero F(ab’)-PEG 䝡䞊䝈䛿䚸䛭䜜䜙ᢠయ䛾ᢠཎㄆ㆑㒊఩

䛛䜙」ᩘ䛾 Aβ䝞䝸䜰䞁䝖䛸⤖ྜ䛩䜛䛣䛸䛜ண᝿䛥䜜䛯䚹䜎䛯䚸᳨ฟ䛻 MALDI ἲ䜢౑䛖䛣䛸䛛䜙䚸㉁㔞ᩘ䛾␗

䛺䜛」ᩘ䛾ᑐ㇟ศᏊ䜢᳨ฟ䞉 ᐃ䛩䜛䛣䛸䛜ྍ⬟䛸⪃䛘䛯䚹䛴䜎䜚䚸」ᩘ䛾 Aβ 䝞䝸䜰䞁䝖䜢㧗ឤᗘ䛻ᐃ㔞

䛷䛝䜛䛸⪃䛘䜙䜜䛯䚹䛣䜜䜢ᐇド䛩䜛䛯䜑䛻䚸ᕷ㈍⾑₢䜢⏝䛔䛯ᐇ㦂䜢⾜䛳䛯䚹 
 
䛆◊✲ᡂᯝ䛇 

 “6E10”䛸“4G8”䜢⏝䛔䛯 Hetero F(ab’)-PEG 䝡䞊䝈䛸 MALDI ἲ䜢⤌䜏ྜ䜟䛫䛶䚸䝠䝖⾑₢䛛䜙 22 ✀
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2 HPLC
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ᅗ 2 pH 8.0 䜰䝭䞁䝞䝑䝣䜯䞊䛻⁐ゎ䛧䛯 BSA ᾘ໬≀䛾䝬䝇䝇䝨䜽䝖䝹 

䝃䞁䝥䝹: 100 fmol/䃛L BSA 䝖䝸䝥䝅䞁ᾘ໬≀ / pH 8.0 䜰䝭䞁䝞䝑䝣䜯䞊(0.5 䃛L/well)䚸䝬䝖䝸䝑䜽䝇: (a) 5.0 mg/mL 

CHCA / 0.05% TFA in 50% (v/v) 䜰䝉䝖䝙䝖䝸䝹 (MeCN)/Ỉ (0.5 䃛L/well), (b) 5.0 mg/mL DHB / 0.05% TFA in 

50% (v/v) 䜰䝉 Ỉ
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MALDI-MS LC/MS
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䐟 䝸䞁㓟䝨䝥䝏䝗䛾᳨ฟ 
ᅗ 7 䛿䚸ɓ-䜹䝊䜲䞁⏤᮶䛾䝸䞁㓟䝨䝥䝏䝗䜢ྵ䜐」㞧ヨᩱ䜢 3-AQ/CHCA 䜎䛯䛿 DHB(+MDPNA)䜢䝬䝖

䝸䝑䜽䝇䛸䛧䛶౑⏝䛧䛯ሙྜ䛾 Nano-LC/MALDI-MS䚸Direct MALDI-MS 䛾䝬䝇䝇䝨䜽䝖䝹䛷䛒䜛䚹䛹䛱䜙䛾

䝬䝖䝸䝑䜽䝇䛷䜒
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m / z
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 Advanced Nano-LC/MALDI-MS  

LC MALDI-MS (Direct MALDI-MS) 10
Nano-LC 200 nL/min 30
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1-1 MALDI



��



��
 

2 ⱴ



��



��
 

 
ᵑ3-AQꜝⱬꜟ ╩ ™√ ─  

3-AQ/CHCA╩ ™√on-targetꜝⱬꜟ ─ ╩ ∆╢√╘⁸ 1 ─

╩ ⇔√⁹∕─ ╩ 2⌐ ∆⁹DHB╩ ™√ ⌐ ⇔⁸3-AQ/CHCA╩ ™√on-target
ꜝⱬꜟ ╩ ∆╢↓≤≢⁸ ⅜ 10,000 ∆╢↓≤╩ ⇔√⁹ 
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7 3-AQ/CHCA on-target
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8 3-AQ/CHCA on-target HER2 ַ 8
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3-AQ/CHCA
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2-4㻌 ᪂
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3-AQ/CA  

2 3  
 
 
 
 
 
 

5 β-casein 1-25 3-AQ/CA 3-AQ/CHCA DHB
3-AQ/CA DHB 3-AQ/CHCA
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3-AQ/CA 3-AQ/CHCA DHB 10-1,000
3-AQ/CA 3-AQ/CHCA DHB 10
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sensitive MALDI analyses of glycans by a new aminoquinoline-labeling method using 
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Shinichi Iwamoto, Shunsuke Izumi, Koichi Tanaka, “Alkylated Dihydroxybenzoic Acid as a 
MALDI Matrix Additive for Hydrophobic Peptide Analysis”, Anal. Chem., 2012, 84, pp4237-4243 
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Human Ŭ1-acid glycoprotein 1 5
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Cytochrome c C
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TMPP-Ac-GTPTAENPEYLGLDVPV  
 

ArgC-TMPP- [5]  
LysC-TMPP-DITC ArgC-TMPP-
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N C HER2 (isoform 1) N


